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tgatgaactt cctggcttct ttc 23 

<210> 9 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 9 

tgtccacctt gaagcactgg ta 22 

<210> 10 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Probe, labeled 5* -terminal with FAM and 3 '-terminal with TAMRA 



<400> 10 

ctgtgttcaa ttctggcatc ccgacaa 



27 



